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%SUSCEPTIBILITY OF COMMON GRAM POSITIVE ISOLATES 

Inpatient (not-critical care) 

June 2016 – December 2016 

 

 

 

 

*- Interpret with caution when the number of isolates is lower than 30. 

Grayed-out boxes represent either unavailable data or inappropriate bug/drug combinations 
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Staphylococcus aureus   

(MSSA AND MRSA) 83 0% 69% 96% 100% 51% 100% 93% 92% 100%

MRSA 41 51% 95% 100% 100% 88% 88% 100%

Coagulase-negative 

Staphylococcus 40 0% 45% 85% 100% 33% 97% 88% 100%

Enterococcus faecalis 56 100% 100% 98% 22% 98%

Enterococcus faecium 15 0% 0% 100% 14% 20%

Streptococcus pneumoniae 1 100% 100% 100% 100% 100% 100% 100%



%SUSCEPTIBILITY OF COMMON GRAM POSITIVE ISOLATES 

MICU/SICU 

June 2016 – December 2016 

 

 

 

*- Interpret with caution when the number of isolates is lower than 30. 

Grayed-out boxes represent either unavailable data or inappropriate bug/drug combinations   
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Staphylococcus aureus   

(MSSA AND MRSA) 53 0% 59% 100% 100% 60% 98% 90% 88% 100%

MRSA 21 29% 100% 100% 95% 81% 81% 100%

Coagulase-negative 

Staphylococcus 10 0% 40% 70% 90% 10% 90% 90% 100%

Enterococcus faecalis 17 100% 100% 100% 25% 100%

Enterococcus faecium 6 0% 0% 100% 20% 0%

Streptococcus pneumoniae 3 100% 100% 100% 100% 100% 100% 100%



 

%SUSCEPTIBILITY OF COMMON GRAM NEGATIVE ISOLATES 

Inpatient (not-critical care) 

June 2016 – December 2016 

 

 

 

*- Interpret with caution when the number of isolates is lower than 30. 

Grayed-out boxes represent either unavailable data or inappropriate bug/drug combinations   
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Acinetobacter 

baumannii 4 100% 75% 75% 50% 75% 50%

Enterbacter 

cloacae 19 63% 100% 95% 95% 100% 95% 63% 79% 84%

Enterbacter 

aerogenes 3 100% 100% 100% 100% 100% 100% 100% 100% 100%

Escherichia coli 97 89% 100% 92% 91% 41% 46% 93% 99% 76% 89% 86% 65% 63% 7%

Klebsiella 

pneumoniae 59 85% 100% 95% 85% 66% 86% 98% 78% 85% 85% 75% 75% 13%

Proteus 

mirabillis 34 100% 100% 68% 65% 88% 88% 100% 85% 97% 97% 56% 65%

Pseudomonas 

aeruginosa 36 97% 86% 86% 72% 83% 92% 57%



%SUSCEPTIBILITY OF COMMON GRAM NEGATIVE ISOLATES 

MICU/SICU 

June 2016 – December 2016 

 

 

 

 

*- Interpret with caution when the number of isolates is lower than 30. 

Grayed-out boxes represent either unavailable data or inappropriate bug/drug combinations 
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Acinetobacter 

baumannii 7 57% 57% 57% 57% 86% 43%
Enterbacter 

cloacae 7 43% 100% 71% 57% 86% 57% 43% 57% 57%

Enterbacter 

aerogenes 5 60% 100% 100% 100% 100% 100% 60% 100% 100%

Escherichia coli 36 89% 100% 86% 89% 39% 44% 100% 100% 81% 89% 89% 53% 81% 9%

Klebsiella 

pneumoniae 31 74% 100% 90% 84% 61% 84% 100% 68% 74% 74% 74% 74% 9%
Proteus 

mirabillis 9 100% 100% 56% 56% 78% 89% 100% 89% 100% 100% 33% 33%

Pseudomonas 

aeruginosa 34 100% 91% 91% 71% 65% 71% 65%


